








Extended Data Fig. 10 | Human population genetics of malaria-positive 
individuals from Mechelen.  a. Mobest similarity probability search results for 
each of the ten malaria-infected individuals. The search was conducted in a 
range of ±100 years from the designated mean date of each individual. b . PCA 
including both malaria-infected and uninfected individuals from Mechelen 

projected onto the diversity of modern Western Eurasian populations. Marker 
type indicates infection status, while points are colored by time transect. 
Select ancient populations are visualized as colored circles for comparative 
purposes. Inset shows all individuals from Mechelen with the malaria-positives 
marked by individual labels.










